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ver$ = "1.1"

DI Mt abl e% 255, 49), corr% 255), results% 255)

CLS
PRI NT "Random file name nmust be: hoptable.txt”
PRINT "Current file name must be: chlist.txt"
PRI NT
PRINT "Input File Type (Randomor Current) (r or ¢c) _ ";
type$ =
DO
type$ = LCASES(| NKEYS)
IF type$ <> "r" AND type$ <> "c" AND type$ <> "" THEN
SOUND 700, 2
type$ = ""
END | F
LOOP WHI LE type$ = ""

PRI NT type$

"handl e Pinnacle and Infinetix file types
IF type$ = "r" THEN

"Pinnacle file

OPEN "hopt abl e. txt" FOR | NPUT AS #1

"get rid of the Pinnacle header
FOR nn% =1 TO 3
LINE I NPUT #1, i $

NEXT nn%
ELSE

"Infinetix file

OPEN "chlist.txt" FOR I NPUT AS #1
END | F

'read in the data to the table, and generate
"a second copy of each sequence such that there
"are two copies of the sequence lined up head to
"tail.
FOR seq% = 0 TO 255
LINE INPUT #1, ii $
IF seq% =0 THEN ix$ = ii $
"get rid of the |line header
IF type$ = "r" THEN
"Pi nnacl e |ine header
position% = INSTR(1, ii$, ":")
ELSE
"Infinetix line header
position% = INSTR(1, ii$, ",")
END | F



ii$ = MDB(ii$, position%+ 1)

"ii$ now contains the data. It is the sane
"for either Pinnacle or Infinetix.

"Put the data into the table
FOR hop% = 0 TO 24
"strip off a character
I F hop% <> 24 THEN
pointer% = INSTR(1, ii$%, ",")
hopval % = VAL(MD$(ii$, 1, pointer%- 1))

"renove the data just obtained fromthe
"string
ii$ = MD$(ii$, pointer%+ 1)
ELSE
hopval % = VAL(ii $)
END | F

tabl e%{seq% hop% = hopval %
t abl e%seq% hop% + 25) = hopval %
NEXT hop%
NEXT seq%

"Data is in the table, so close the input file
CLCSE #1

'do the correlation
PRI NT
PRINT "Press any key to termnate"

"Initialize the maxi num correl ati on val ue
'"to the best case val ue
total corrmax% = 0

"Initialize the mninmumcorrel ati on val ue
'to the worst case val ue
total corrm n% = 25

"Initialize the nean correl ati on val ue
'"to the best case val ue
total corrmean% = 0

'the sequence being tested against all the
' ot her sequences
FOR testseq% = 0 TO 255

"Al'l ow an exit nethod
| F | NKEY$ <> "" THEN END

' The maxi mum val ue of the correlation that
"this test sequence has agai nst any of the
' ot her sequences, except itself, which is

"al ways 25

maxcorr% = 0

LOCATE 8, 5



PRI NT SPACE$( 50)
LOCATE 8, 5

PRI NT "Wirki ng on Test Sequence # ";

' The sequence it

FOR seq% = 0 TO 255

LTRI Mb( RTRI MB( STR$(t estseq®) ))

i s being tested agai nst

"don't test the test sequence against itself

"since this will always yield 25
| F seq% <> testseq% THEN

FOR lag% = 0 TO 24
corr% =10
'Does the correlation for
FOR nn% = 0 TO 24

a given | ag%

| F tabl e%{testseq% nn% = table%seq¥% nn% + |ag¥% THEN

corr%=corr%+ 1
END | F
NEXT nn%

"see if this lag had a larger correlation that

"the previous lag. |If so,
IF corr% > naxcorr % THEN
maxcorr% = corr %

END | F
NEXT | ag%
END | F
NEXT seq%

results%testseq¥ = maxcorr%

"Find the maxi numcorrel ati on for

"the different sequences

| F maxcorr% > total corrmax% THEN
tot al corrmax% = maxcorr %

END | F

"Find the minimumcorrel ati on for

"the di fferent sequences

| F maxcorr% < total corrm n% THEN
total corrm n% = nmaxcorr %

END | F

' Conmpute the nmean correlation for
"the di fferent sequences
total corrnean% = total corrnmean% +

NEXT testseq%

"Al

done with the correlation, now print

save the large val ue

al |

al |

al |

maxcor r %

the results

total corrnean = INT(total corrnmean%/ 256 * 100) / 100

PRI NT

PRI NT "The Maxi mum Correl ati on was "; total corrmx%
PRI NT "The M ni mum Correl ation was "; total corrm n%
PRI NT "The Mean Correlation was "; total corrmean

PRI NT



OPEN "hop_corr.txt" FOR OQUTPUT AS #1
PRI NT

PRINT "Printing results to the file HOP_CORR TXT"

PRI NT #1, "Sequence types =",
IF type$ = "r" THEN
PRI NT #1, "Randont
ELSE
PRI NT #1, "Current"
END | F

PRI NT #1,
PRI NT #1, "The Maxi mnum Correl ati on was "
PRI NT #1, "The M ninum Correl ati on was "
PRI NT #1, "The Mean Correl ation was "
PRI NT #1,

FOR seq% = 0 TO 255
PRI NT #1, seq% results%seq®

NEXT seq%

CLCSE 1

PRI NT

PRI NT "Al'l Done"

END

; total corrmax%
; total corrm n%
; total corrnean



